Key indicators: single-crystal X-ray study; T = 133 K; mean (C-C) = 0.004 Å; R factor = 0.031; wR factor = 0.085; data-to-parameter ratio = 21.5.
In the title compound, C 14 H 12 Br 2 , the Br atoms lie on opposite sides of their ring plane. The biphenyl interplanar angle is 53.52 (8) . The packing is characterized by several HÁ Á ÁBr contacts to each Br atom, but at long distances of 3.07-3.43 Å .
Related literature
For the structures of bromomethyl-substituted aromatic ring systems, see: Jones & Kuś (2005 ; . For the synthesis, see: Czuchajowski & Zemanek (1990) ; For a related structure with a similar conformation, see: Obrey et al. (2002) . For the phenomenon of tertiary contacts, see: Du Mont et al. Mo K radiation = 6.43 mm À1 T = 133 K 0.25 Â 0.10 Â 0.10 mm
Data collection
Bruker SMART 1000 CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 1998) T min = 0.316, T max = 0.566 (expected range = 0.294-0.526) 18269 measured reflections 3120 independent reflections 2518 reflections with I > 2(I) R int = 0.040 Refinement R[F 2 > 2(F 2 )] = 0.031 wR(F 2 ) = 0.085 S = 1.05 3120 reflections 145 parameters H-atom parameters constrained Á max = 1.00 e Å À3 Á min = À1.00 e Å À3 Table 1 HÁ Á ÁBr contacts (Å , ). Symmetry codes: (i) x; y þ 1; z; (ii) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 ; (iii) Àx þ 1 2 ; y þ 1 2 ; Àz þ 1 2 ; (iv) x; Ày þ 1; z þ 1 2 ; (v) x; Ày þ 2; z þ 1 2 ; (vi) Àx; Ày; Àz; (vii) Àx; Ày þ 1; Àz; (viii) Àx; y; Àz þ 1 2 ; (ix) x; y À 1; z; (x) Àx; y þ 1; Àz þ 1 2 .
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP (Siemens, 1994) ; software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: BT2951). 
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Comment
We are interested in the structures of bromomethyl-substituted aromatic ring systems, compounds that are often used as synthestic intermediates; e.g. various bromomethylbenzenes , 2,2"-and 2',5'-bis(bromomethyl)-p-terphenyl (Jones & Kuś, 2005; . The packing patterns are often characterized by secondary interactions such as C-H···Br, Br···Br and C-H···π.
As a part of the synthesis of phenyl derivatives of [2.2]paracyclophane (Czuchajowski & Zemanek 1990) , 2,5di(bromomethyl)biphenyl (1) was obtained by bromination of 2,5-dimethylbiphenyl. Here we present its structure ( Fig. 1) .
Bond lengths and angles may be regarded as normal (e.g. the single bond between the rings is 1.486 (4) Å; ring angles at the substituted atoms C1, C2, C5 are all about 1° less than the ideal 120°). The interplanar angle is 53.52 (8)°. The bromomethyl groups adopt an anti-conformation whereby Br1 and Br2 lie out of their ring plane by 1.680 (4) and -1.736 (4) Å; associated torsion angles are C3-C2-C7-Br1 -77.2 (3) and C4-C5-C8-Br2 -87.9 (3)°. A similar conformation was observed in 2,6-di(bromomethyl)biphenyl (Obrey et al., 2002) , whereas 2',5'-di(bromomethyl)-p-terphenyl adopts a syn-conformation ).
The packing ( 
Experimental
The title compound was obtained from 2,5-dimethylbiphenyl according to the method of Czuchajowski & Zemanek (1990) .
The analytical and spectroscopic data are consistent with the literature. Single crystals were grown by slow evaporation of a hexane solution. NMR data for (1) 54, 139.57, 138.07, 135.46, 131.53, 131.03, 128.94, 128.61, 128.44, 127.77, 32.75, 31.58 .
Refinement
H atoms were included at calculated positions and refined using a riding model, with fixed C-H bond lengths of 0.95 Å (CH, aromatic) or 0.99 Å (CH 2 ) Å; U iso (H) values were fixed at 1.2U eq of the parent C atom. Largest difference peaks of ±1.0 e Å -3 near the bromine atoms may be attributed to residual absorption errors. ( 
